INTRODUCTION AND OBJECTIVES:
Vaginal mesh sling kits for stress urinary incontinence are associated with severe complications, including mesh extrusion, urinary problems, organ perforation, and vaginal scarring. While most complications are attributable to local pathology (e.g. erosion) or device misplacement (e.g. nerve entrapment), we have observed the delayed development of severe chronic pelvic pain, despite an apparently well-placed graft. We investigated the relationship between alterations in the mesh-associated microbiota with pain symptomatology and local inflammation METHODS: Sling mesh segments were isolated from three groups of patients: 1) those with delayed-onset chronic pain, 2) those presenting mesh extrusions >1 cm, and 3) those with isolated urinary retention without pain. Explanted mesh segments were examined by culture-independent, species-specific PCR, denaturing gradient gel electrophoresis, and next-generation deep sequencing methods to detect bacterial communities on explanted mesh segments.
RESULTS: Sixty two patients were enrolled in this study. Exposed mesh segments were uniformly colonized with bacteria mirroring the vaginal microbiome. Unexpectedly, we detected bacterial species on explanted mesh from the group of patients with delayedonset pain without mesh exposure that differed greatly from the vaginal species present at explantation, suggesting an enrichment of specific pathogenic species able to survive on foreign bodies. This bacterial colonization was absent from patients without pain who underwent mesh removal to treat urinary retention.
CONCLUSIONS: We found numerous, distinct bacterial species present on the mesh removed from most subjects in group 1 that were not present in groups 2 and 3 nor in the vaginal microbiome. This suggests the need for further research to explore the relationship of these species and the associated subclinical infection and/or inflammation to delayed-onset chronic pain. METHODS: Catheterized urine specimens (CUS) were collected from 49 adult men: 29 with benign prostatic hyperplasia (BPH)/LUTS, and 20 asymptomatic males (ASM). BPH patient samples were compared to 55 CUS from age-matched women with overactive bladder (OAB). We also compared the 20 ASM to 107 CUS from agematched asymptomatic females (ASF). Bacterial growth was assessed using Expanded Quantitative Urine Culture (EQUC), which utilizes 100x more urine, additional media and environmental conditions, with double the incubation period of standard culture. Colonies grown were identified by mass spectrometry. EQUC growth and demographics were compared using chi-squared tests and Welch t-tests. Odds ratios for symptoms associated with EQUC growth were reported from multivariable logistic regression models controlling for age and hypertension (HTN) in men and age, HTN and BMI in women.
Source of Funding
RESULTS: EQUC positivity was seen in 64.6% (135/209) of women compared to 32.7% (16/49) of men (p < 0.001). On multivariate analysis, men with BPH/LUTS were EQUC positive more often than ASM with an OR of 6.9 (95% CI 1.1-42.8, p ¼ 0.038) and women with Vol. 199, No. 4S, Supplement, Saturday, May 19, 2018 THE JOURNAL OF UROLOGY â e395
